. EGFR in postnatal ependymal niche development. Related to Figure 2. (A) Imaris 3D projections of lateral ventricular wholemounts from FOXJ1-GFP + animals of the indicated postnatal ages (X-Y, X-Z plane views), stained with phalloidin, with native GFP fluorescence signal, showing basal processes of undifferentiated GFP + pRGPs at postnatal day 1 (P1), and their apical surface area expansions during differentiation (P3 -10). Scale bar: 10 µm. (B) IHC images of P3, P7 ventricular wholemounts from FOXJ1-GFP + animals stained with pEGFR, GFP antibodies, and DAPI. Note that pEGFR is strongly expressed in GFP + ependymal cells at P3 (*), but at P7 becomes restricted to lateral cellular domains in GFP + cells, and small ventricular surface contacts of GFP-negative cells (arrows). and Numb cDKO animals. * P < 0.001, Student's t-test, n = 10 areas for each group, mean ± SEM. (E) IHC images of LV wholemounts from P26 control or Numb cDKO animals labeled with anti-GFAP, S100 antibodies. Dashed line bracket = glial scar in Numb cDKO animal, lacking S100  ependymal layer seen in Ctrl (E, arrow). Scale bar: 30 µm. (F) IHC images of LV wholemounts from P10 control and Numb cDKO animals stained with anti-GLAST, GFP antibodies. Scale bar: 20 µm. % of cells positive for GFP and GLAST in control and Numb cDKO animals. * P < 0.0001, Student's t-test, n = 10 areas for each group, mean ± SEM. (G) Apical diameter in GFP + cells from control and Numb cDKO animals. * P < 0.0001, Student's t-test, n = 20 cells for each group, mean ± SEM.
